Progerin enhances HD-associated gene expression changes in terminally differentiated neurons. a Mean expression of genes in HD cells compared to WT cells expressing WT-GFP-LMNA (top) or GFPProgerin (bottom). Dashed lines represent 2-fold difference. Red dots denote the differentially expressed genes. b Sorted values of the fold change of all expressed genes between HD and WT cells, expressing either WT-GFP-LMNA (blue) or GFP-Progerin (red). c, d Fold change of upregulated (c) and downregulated (d) genes between HD and WT cells expressing either WT-GFP-LMNA (X-axes) or GFP-Progerin (Yaxes). Red, genes which are up-(/down-) regulated both with and without Progerin. Black, genes which have a different trend between HD and WT. The dashed line represents no change between HD and WT without Progerin. Note that in most cases, Progerin enhanced the already existing (although non-significant without Progerin) changes in gene expression Fig. 4 Progerin affects nuclear morphology of human fibroblasts and post-mitotic neurons. a Left: nuclear morphology in WT-LMNA-GFP expressing fibroblasts. HP1γ is shown in red. Right: nuclear morphology in Progerin-GFP expressing fibroblasts. HP1γ is shown in red. b Nuclear morphology in Progerin-GFP expressing WT (top) and HD (bottom) iPSCderived neurons. GAD65 is shown in red. Scale bar = 10 μm The online version of the original article can be found at https://doi.
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